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The asymmetric unit of the title compound, C 8 H 10 BrN, contains two independent molecules. The Br, N and methyl group C atoms lie in the benzene ring planes. In the crystal structure, N-HÁ Á ÁN hydrogen bonds link the molecules.
Related literature
For general background, see: Heravi et al. (2005) . For bondlength data, see: Allen et al. (1987) . 
Data collection
Enraf-Nonius CAD-4 diffractometer Absorption correction: scan (North et al., 1968) T min = 0.211, T max = 0.379 3392 measured reflections 3268 independent reflections 1523 reflections with I > 2(I) R int = 0.040 3 standard reflections frequency: 120 min intensity decay: none Refinement R[F 2 > 2(F 2 )] = 0.064 wR(F 2 ) = 0.166 S = 1.06 3268 reflections 183 parameters H-atom parameters constrained Á max = 0.24 e Å À3 Á min = À0.25 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx þ 1; Ày þ 2; Àz þ 1; (ii) Àx þ 1; Ày þ 1; Àz þ 1.
Data collection: CAD-4 Software (Enraf-Nonius, 1985) ; cell refinement: CAD-4 Software; data reduction: XCAD4 (Harms & Wocadlo, 1995) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 1997) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 1997) ; molecular graphics: PLATON (Spek, 2003) ; software used to prepare material for publication: SHELXTL (Bruker, 2000) .
The asymmetric unit of (I) contains two independent molecules ( Fig. 1) , in which the bond lengths and angles (Table 1) are within normal ranges (Allen et al., 1987) . The Br, N and C atoms of the methyl groups lie in the benzene ring planes.
In the crystal structure, intermolecular N-H···N hydrogen bonds (Table 2) link the molecules (Fig. 2 ), in which they may be effective in the stabilization of the structure.
Experimental
The title compound, (I), was prepared by the literature method (Heravi et al., 2005) . The crystals were obtained by dissolving (I) (0.5 g) in hexane (20 ml) and evaporating the solvent slowly at room temperature for about 7 d.
Refinement
H atoms were positioned geometrically, with N-H = 0.86 Å (for NH) and C-H = 0.93 and 0.96 Å for aromatic and methyl H, respectively, and constrained to ride on their parent atoms, with U iso (H) = xU eq (C), where x = 1.5 for methyl H, and x = 1.2 for all other H atoms. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 
